SEQUENCE LISTING 



<110> Hui, Rutai 

Chen, Jingzhou 
Liu, Baohua 
Liu, Yuquing 



<120> Cell Proliferation Factor Fwa267 



<130> 043774/268252 

<140> 10/650,284 
<141> 2003-08-28 

<150> CN01109260.2 
<151> 2001-02-28 

<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 3739 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Adult Human Aorta cDNA Library 
<400> 1 

gcagggcgag cgcaggcggc gagagcgcag ggcggcgcgg cgtcggtccc gggagcagaa 60 
cccggctttt tcttggagcg acgctgtctc tagtcgctga tcccaaatgc accggctcat 120 
ctttgtctac actctaatct gcgcaaactt ttgcagctgt cgggacactt ctgcaacccc 180 
gcagagcgca tccatcaaag ctttgcgcaa cgccaacctc aggcgagatg agagcaatca 240 
cctcacagac ttgtaccgaa gagatgagac catccaggtg aaaggaaacg gctacgtgca 3 00 
gagtcctaga ttcccgaaca gctaccccag gaacctgctc ctgacatggc ggcttcactc 360 
tcaggagaat acacggatac agctagtgtt tgacaatcag tttggattag aggaagcaga 420 
aaatgatatc tgtaggtatg attttgtgga agttgaagat atatccgaaa ccagtaccat 480 
tattagagga cgatggtgtg gacacaagga agttcctcca aggataaaat caagaacgaa 540 
ccaaattaaa atcacattca agtccgatga ctactttgtg gctaaacctg gattcaagat 600 
ttattattct ttgctggaag atttccaacc cgcagcagct tcagagacca actgggaatc 660 
tgtcacaagc tctatttcag gggtatccta taactctcca tcagtaacgg atcccactct 720 
gattgcggat gctctggaca aaaaaattgc agaatttgat acagtggaag atctgctcaa 780 
gtacttcaat ccagagtcat ggcaagaaga tcttgagaat atgtatctgg acacccctcg 840 
gtatcgaggc aggtcatacc atgaccggaa gtcaaaagtt gacctggata ggctcaatga 900 
tgatgccaag cgttacagtt gcactcccag gaattactcg gtcaatataa gagaagagct 960 
gaagttggcc aatgtggtct tctttccacg ttgcctcctc gtgcagcgct gtggaggaaa 1020 
ttgtggctgt ggaactgtca actggaggtc ctgcacatgc aattcaggga aaaccgtgaa 1080 
aaagtatcat gaggtattac agtttgagcc tggccacatc aagaggaggg gtagagctaa 1140 
gaccatggct ctagttgaca tccagttgga tcaccatgaa cgatgtgatt gtatctgcag 1200 
ctcaagacca cctcgataag agaatgtgca catccttaca ttaagcctga aagaaccttt 1260 
agtttaagga gggtgagata agagaccctt ttcctaccag caaccaaact tactactagc 1320 
ctgcaatgca atgaacacaa gtggttgctg agtctcagcc ttgctttgtt aatgccatgg 1380 
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caagtagaaa 
agtgtttgag 
tagatcaaat 
gttagactct 
tagaaaattt 
tgctctctta 
tacatcttag 
taagcatttt 
tccaaaacca 
cattttgctg 
ttttattata 
ctttgcaaaa 
aacctttcca 
ttgaaacatc 
tggattcgaa 
tctttttgaa 
attatttaca 
tctaatcgta 
ctagaggcta 
taacacaagt 
tggtatttag 
tccaggagta 
aaattcagat 
gttaaaagga 
ggtgacaggg 
aagtatggtg 
atttgagatg 
tctgatgttt 
aaaatcccag 
cctcttcata 
aaatgaacgt 
tgagagtgtt 
cagttaaagc 
tcacttttct 
cttttgcact 
gctggccgta 
cattcacctg 
agtagagttt 
ttttctatag 
caaaaaaaaa 



ggtatatcat 
gttatatatg 
gttttttttg 
taaaatcctt 
aggagataaa 
aagaaagcat 
ttgattatta 
ttccatgaga 
tgccataata 
aggcatgctt 
gtcctacaaa 
cccctccaca 
gatggtgttc 
gacgtaactg 
ctctccaaac 
atatagacat 
acctaaaagc 
tacttgctca 
tggttcttaa 
ttggccctgc 
agtaattttt 
ggaaatgatt 
agctcaggga 
aagcagattt 
ctggtaaagt 
ctctcaggtc 
aaagatctct 
ttactcaaga 
aacacaatca 
actgctttgc 
tacatcactc 
ctacccagtt 
cctatctgca 
ttgcctttcc 
tctaacatgt 
caaattacat 
gaataatgcc 
tttatgtttt 
cgaatgtaat 
aaaaaaaaa 



caacttctat 
cacaaacaca 
gtatatataa 
tgccaaaata 
tttattttta 
cttgtatatt 
aaaaaggaaa 
agcactgcat 
atataagtgc 
attcatttaa 
agacaatgta 
aaagcaaatc 
agtgaaagat 
gaaattaggt 
tacaccaatt 
ggatttataa 
ttttgtgtat 
ctgttctgat 
tctatggagc 
tgtcctactg 
tctctctgcc 
catcatcctc 
ctgctaacag 
cttcagtgac 
cccagtgtta 
caagttcaac 
gcttattgaa 
ggggagtggt 
gaaatagctc 
aagtttcctg 
taacctgaac 
ttcaataaac 
ctttttattt 
tgagagtttt 
agccaataaa 
ttcaaaacaa 
ttttattgaa 
ttgtcatatc 
atgcctctta 



acctaagaat 
cacagaaata 
ccaggtacac 
agggatggtc 
aattttgaaa 
aaaaatcaaa 
aatatggttt 
acttacctat 
tttagaaatt 
cacctatctc 
taagctgtaa 
ctttcaagaa 
gtgggtagtt 
gggatatttg 
aatttaatgt 
tggcatttta 
caaaaaaatc 
ttcctgtttc 
v ttgctttaag 
tttaatagaa 
tcctttgtgt 
caaagcaaga 
agaactacat 
tttgtggtcc 
gatgagtgac 
tattcttaag 
gatgtacctt 
aaaattaaat 
aggcagacac 
tgaaaacatc 
agctcacaat 
cttccaggct 
attagctgaa 
attaaaactt 
tctatttgat 
accctaataa 
tatgttctta 
ggtaacatgc 
tcttcatgaa 



ataggattgc 
tattcatgtc 
cagagcttac 
aaatatatga 
cacaaaacaa 
agatgaggct 
ccagagaaaa 
gtggactata 
aaatcattgt 
aaaaacttac 
cagaattttg 
tggcatgggc 
gagaacttaa 
ataggatcca 
atcttgcttt 
tatttggcag 
acattttatt 
tgaaccaagt 
aagccagttg 
aactgtttta 
ctgttttaaa 
ggcttaagag 
tttttcttat 
tactaactac 
ctaaatatac 
cagtgcaatt 
ctaaaacttt 
actctattgt 
taataattaa 
agtttcctgt 
gtagctgtaa 
gcaataacca 
atgtaagcag 
ctcccttggt 
agccatcaaa 
atccacattt 
tagggcaaaa 
agctttttcc 
aaataaatat 



atttaataat 
tatgtgtata 
atatgtttga 
aacatgtctt 
ttttgaatct 
ttcttacata 
ggccaatacc 
ataacctgtc 
gttttttatg 
ttagaaggtt 
aattgttttt 
attctgtatg 
aaagtgaaca 
tatctaataa 
tgtgttcccg 
gccatcatag 
aatgtaaatt 
aaaatcagtc 
tcaattgtgg 
cattggttaa 
ggagactaac 
agaaacaccg 
tgccttgaaa 
aaccagtttg 
ttagatttct 
cttcccagtt 
cctaaaagtg 
tcaattctct 
gaacgctctt 
accaaagtca 
atataaaaaa 
gcaaggtttt 
gcatattcac 
tacctgttat 
ggaataaaaa 
ccgcatggct 
cactttcata 
tctcatagca 
tgcttttgaa 



1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3739 



<210> 2 

<211> 370 

<212> PRT 

<213> Homo sapiens 



<400> 2 

Met His Arg Leu lie Phe Val Tyr Thr Leu lie Cys Ala Asn Phe Cys 

15 10 15 

Ser Cys Arg Asp Thr Ser Ala Thr Pro Gin Ser Ala Ser lie Lys Ala 

20 25 30 

Leu Arg Asn Ala Asn Leu Arg Arg Asp Glu Ser Asn His Leu Thr Asp 

35 40 45 

Leu Tyr Arg Arg Asp Glu Thr lie Gin Val Lys Gly Asn Gly Tyr Val 

50 55 60 

Gin Ser Pro Arg Phe Pro Asn Ser Tyr Pro Arg Asn Leu Leu Leu Thr 
65 70 75 80 
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Tro 


Ara 


Leu 


•His 


Asn 


Gin 


Phe Gly 








100 


Phe 


Val 


Glu 


Val 






115 




Arg 


TrD 


Cys Gly 




130 






Asn 


Gin 


He 


Lys 


145 








Pro 


Glv 


Phe 


Lys 


Ala 


Ala 


Ser 


Glu 








180 


Val 


Ser 


Tyr Asn 






195 




Ala 


Leu 


Asp 


Lys 




210 






Lys 


Tvr 


Phe 


Asn 


225 








LiGU 


Asp 


Thr 


Pro 


Lys 


Val 


Asp 


Leu 








260 


Thr 


Pro 


Arg 


Asn 






275 




Asn 


Val 


Val 


Phe 




290 






Asn 


Cvs 


Gly Cys 


305 








Gly 


Lvs 


Thr 


Val 


His 


He 


Lys 


Arg 








340 


Gin 


Leu 


Asp His 






355 




Pro 


Arg 








370 







Ser 


Gin 


Glu 


Asn 


85 








Leu 


Glu 


Glu 


Ala 


Glu 


Asd 


He 


Ser 








120 


His 


Lys 


Glu 


Val 






135 




He 


Thr 


Phe 


Lys 




150 






He 


Tvr 


Tvr 


Ser 


165 








Thr 


Asn 


Tro 


Glu 


Ser 


Pro 


Ser 


Val 








200 


Lys 


He 


Ala 


Glu 






215 




Pro 


Glu 


Ser 


Trp 




230 






Ara 


Tyr Arg Gly 


245 








Asp 


Arg 


Leu 


Asn 


Tvr 


Ser 


Val 


Asn 








280 


Phe 


Pro Arg 


Cys 






295 




Gly 


Thr 


Val 


Asn 




310 






Lys 


Lys 


Tyr 


His 


325 








Arg 


Gly Arg Ala 


His 


Glu 


Arg 


Cys 








360 



Thr Arg He Gin 
90 

Glu Asn Asp He 
105 

Glu Thr Ser Thr 

Pro Pro Arg He 
140 

Ser Asp Asp Tyr 
155 

Leu Leu Glu Asp 
170 

Ser Val Thr Ser 
185 

Thr Asp Pro Thr 

Phe Asp Thr Val 
220 

Gin Glu Asp Leu 
235 

Arg Ser Tyr His 
250 

Asp Asp Ala Lys 
265 

He Arg Glu Glu 

Leu Leu Val Gin 
300 

Trp Arg Ser Cys 
315 

Glu Val Leu Gin 
330 

Lys Thr Met Ala 
345 

Asp Cys He Cys 



Leu 


Val 


Phe 


Asp 






95 




Cys 


Arg 


Tvr 


Asd 




110 






He 


He 


Ara 


Gly 


125 








Lys 


Ser 


Arg 


Thr 


Phe 


Val 


Ala 


Lys 








160 


Phe 


Gin 


Pro 


Ala 






175 




Ser 


He 


Ser 


Glv 




190 






Leu 


He 


Ala 


Asp 


205 








Glu 


Asp 


Leu 


Leu 


Glu 


Asn 


Met 


Tvr 
i 








240 


Asp 


Arg 


Lys 


Ser 






255 




Ara 


Tvr 


Ser 


Cys 




270 






Leu 


Lvs 


Leu 


Ala 


285 








Ara 


Cvs 


Gly 


Gly 


Thr 


Cys 


Asn 


Ser 








320 


Phe 


Glu 


Pro 


Gly 






335 




Leu 


Val 


Asp 


lie 




350 






Ser 


Ser 


Arg 


Pro 



365 
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